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population dynamics 40 

population structure 531 

Populus deltoides 440 

Populus X canadensis 99 

powdery mildew 913, 918 
preferential pairing 691 

prophase chromosomes 425 
pseudogene 190 

Pseudoroegneria 141 

Puccinia graminis tritici 932 

puffs 676 

pulsed field gel electrophoresis 992 
pupal weight 791 

purine nucleoside phosphorylase 1026 
Q banding 129 

quadrivalent 972 

quantitative genetics 420 
quantitative inheritance 810 
quantitative trait loci 783 

radiation mutagenesis 847 

rainbow trout 865 

R-banding 425 

rDNA 173 

recombinant types 359 
recombination 46 

recombination nodules 275, 309, 486 
recurrent selection 420 
regeneration 1068 

regression 719 

repeated gene families 646 
reproductive behavior 1100 
resistance 559 

restriction endonucleases 208, 672 
restriction fragment length polymorphism 334, 724, 824, 1113 
restriction fragment length polymorphism analysis 173 
restriction map 340 

restriction mapping 456 

ribosomal DNA 754, 1124 

rice 810, 1113 

RNA transcripts 343 

Robertsonian fusions 890 

rRNA genes 1091 

r-X1 155 
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rye 169, 735, 816, 901 

rye grass 282 

Salmo gairdneri 865 

salmonid 340 

Salvelinus alpinus 129 

satellite DNA 646, 992 

Schizaphis graminum 109 

Secale 456 

Secale cereale L. 19, 72, 983 

segregation 24, 783 

segregation distortion 203, 840, 946 

selection 754, 791 

senescence 389 

sequence analysis 340 

sequence variation 1017 

sex chromosomes 275, 522, 538, 543, 580, 1119 

sex chromosome mechanism 165 

silver staining 829 

Simuliidae 589 

Simulium furculatum 522 

Simulium ruficorne 570 

Simulium vernum 522 

size 227 

solanaceous plants 743 

Solanum 1054 

somaclonal variation 373 

somatic embryogenesis 318 

somatic karyotype 992 

somatic polyploidy 1048 

speciation 538, 1119 

spermiogenesis 64 

stem rust resistance 932 

sterility 762, 810 

sterility, intraspecific 203 

structural heterozygosity 890 

supernumerary chromosome 516 

superoxide dismutase 596 

sympatric speciation 500 

synapsis 601, 743, 983 

synaptic 762 

synaptic irregularities 743 

synaptonemal complex 72, 309, 486, 601, 611, 743, 816, 856, 
901 

systematic theory 559 

t(11;22)(q23;q11) 24 

taxonomy of Gruidae 646 


techniques 334 

telomeres 901 

telosome 1041 

temperature 708 

temperature shock 676 
Tenebrionidae 834 

test value 420 

tetraploid 972 

tetraploid wheat 257, 735 
tetrasomic inheritance 655 
thermotolerance 676 
Thinopyrum 141 

Thinopyrum bessarabicum 930 
Thinopyrum elongatum 930 
Thuja occidentalis L. 245 
tissue culture 318, 373, 1128 
tobacco 251 

tomato 783 

transgressive groups 359 
translocation 72, 840, 983 
transposable element 349 
Tribolium 791 

trigeneric hybrid 169 

triploid 179 

triploidy 393 

Triticeae 179, 468, 640, 667 
triticale 735, 1074 

Triticum aestivum 109, 349, 622, 724, 932, 1068, 1085 
Triticum diploids 216 
Triticum species 1, 869, 1003 
Triticum tauschii 1017 

tstse 479 

univalents 404 

varietal ability 420 

vector simuliid complexes 559 
Voanioala 328 

wheat 169, 282, 913, 918, 953, 1063, 1068 
wheat evolution 1003 

wheat streak mosaic virus 1033 
wheatgrass 913, 918 

wild rye 282 

Wilhelmia equina 589 
Wilhelmia lineata 589 

X chromosomes 479 

Zea mays 962 
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